. Rarefaction curve characterizing sampling coverage of the species richness for the regional species pool. Figure S2 . Rarefaction curve characterizing sampling coverage of the species richness for sampling with semi--natural habitats. Figure S3 . Rarefaction curve characterizing sampling coverage of the species richness for sampling within strawberry fields. Figure S4 . NMDS plots of bee communities collected in bee bowls near sentinel strawberry arrays during the early, peak and late stages of apple bloom. Community composition differed marginally between stages (permanova, F(2,47) = 1.23, p = 0.053). Earlier stages comprised of a subset of the community present in the following stage. Differences in community composition between stages was assessed with a permutational manova (999 permutations) implemented with the adonis function in the R package picante. Figure S5 . NMDS plots of bee communities collected in bee bowls near sentinel strawberry arrays at locations within strawberry fields or adjacent to nearby natural habitats. Community composition differed between sites (permanova, F(2,47) = 2.35, p = 0.002). Differences in community composition between stages were assessed with a permutational manova (999 permutations) implemented with the adonis function in the R package picante. Table S1 . ANOVA table outputs for separate minimum models describing local and landscape scale effects on abundance and species richness of bees in strawberry fields sampled during early, peak and late apple bloom from sites located adjacent or distant from natural areas. Table S2 . ANOVA table outputs of separate minimum adequate models describing landscape scale effects of apple mass flowering on the weights of hand--pollinated and open--pollinated of sentinel strawberry fruits sampled during early, peak and late apple bloom. Figure S1 . Figure S2 . Figure S3 . Figure S4 . 
